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Education/Training
March, 1998 – February, 2003 Doctor of Philosophy
Interdisciplinary Program in Genetic Engineering, Graduate School, Seoul National University, Korea
Thesis entitled "The Molecular Mechanism of SeqA on Hemimethylated DNA Binding and Topoisomerase IV Activation."
Supervisor: Deog Su Hwang, Ph. D.

March, 1996 – February, 1998 Master of Science
Department of Microbiology, Seoul National University, Korea
Thesis entitled "Interaction of SeqA and Dam Methylase on the Origin of Chromosomal Replication of Escherichia coli."
Supervisor: Deog Su Hwang, Ph. D.

March, 1992 – February, 1996 Bachelor of Arts
Department of Microbiology, Seoul National University, Korea
Summa Cum laude

March, 1989 – February, 1992 Seoul Science High School

Professional Experiences
May, 2015 – Current   Section Head
Molecular Biochemistry Section, Molecular and Cellular Biology Branch,
Center for Genomic Integrity, Institute for Basic Science

July, 2009 – May, 2015   Research Specialist I, MIT/HHMI
Massachusetts Institute of Technology/Howard Hughes Medical Institute, Department of Biology
Advisor: Stephen. P. Bell, Ph. D.

July, 2007 – June, 2009 Research Associate, MIT/HHMI
Massachusetts Institute of Technology/Howard Hughes Medical Institute, Department of Biology
Advisor: Stephen. P. Bell, Ph. D.

November, 2006 – June, 2007 Brain Korea (BK) 21 Research Assistant Professor
School of Biological Sciences, Seoul National University, Korea
Advisor: Deog Su Hwang, Ph. D.

March, 2003 – November, 2006 Postdoctoral Research Associate
Lab. of Nucleic Acids Biochemistry, School of Biological Sciences, Seoul National University, Korea
Advisor: Deog Su Hwang, Ph. D.
March, 2003 – November, 2004 Technical Research Personnel, Alternative military service, Korea
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Awards and Scholarships
2006-2007 BK21 Research Fellowship from the Ministry of Education, Korea
2005-2006 Research Intern Program from Korea Science and Engineering Foundation
1996 Graduate with Honor (Summa Cum laude), B.A., Department of microbiology, Seoul National University
1992-1995 Scholarship from "Seoul National University Alumni Association"

Publications
1. Megan D Warner, Ishara F Azmi, Sukhyun Kang, Yanding Zhao and Stephen P. Bell (2017) Restricting DNA access reveals origin licensing dynamics and sequence dependence. Journal of Biological Chemistry (submitted)
2. Sukhyun Kang, Mi-Sun Kang, Eunjin Ryu and Kyungjae Myung (2017) Eukaryotic DNA replication: Orchestrated action of multi-subunit protein complexes. Mutation Research S0027-5107(17)30056-8
3. Ishara F. Azmi, Shinya Watanabe, Michael F. Maloney, Sukhyun Kang, Jason A Belsky, David M. MacAlpine, Craig L. Peterson and Stephen P. Bell (2017) Nucleosomes influence multiple steps during replication initiation. Elife 6:e22512.
4. Sukhyun Kang, Megan D. Warner and Stephen P. Bell (2014) Multiple functions for Mcm2-7 ATPase motifs during replication initiation. Molecular Cell 55: 655-665.
5. Clifford A. Froelich*, Sukhyun Kang*, Leslie B. Epling, Stephen P. Bell and Eric J. Enemark (2014) A conserved MCM single-stranded DNA binding element is essential for replication initiation. eLife 3: e01993. (*equal contribution to this work)
6. Ryan C. Heller, Sukhyun Kang, Wendy M. Lam, Shuyan Chen, Clara S. Chan and Stephen P. Bell (2011) Eukaryotic Origin-Dependent DNA Replication In Vitro Reveals Sequential Action of DDK and S-CDK Kinases. Cell 146: 80-91.
7. Sung Woong Bang, Min Ji Ko, Sukhyun Kang, Gwang Su Kim, Dongmin Kang, Joo Hun Lee and Deog Su Hwang (2011) Human TopBP1 localization to the mitotic centrosome mediates mitotic progression. Experimental Cell Research 317: 994-1004.
8. Matthew L. Eaton, Kyriaki Galani, Sukhyun Kang, Stephen P. Bell, and David M. MacAlpine (2010) Conserved nucleosome positioning defines replication origins. Genes and Development 24: 748-753.
9. Jong Hoon Park, Sung Woong Bang, Yesu Jeon, Sukhyun Kang and Deog Su Hwang (2008) Knockdown of human MCM10 exhibits delayed and incomplete chromosome replication. Biochemical and Biophysical Research Communications 365: 575-582.
10. Sukhyun Kang, Joo Seok Han, Sung Ho Kim, Jong Hoon Park and Deog Su Hwang (2007) Aggregation of SeqA protein requires positively charged amino acids in the hinge region. Biochemical and Biophysical Research Communications 360: 63-69.
11. Yesu Jeon, Kyung Yong Lee, Min Ji Ko, Yong Sun Lee, Sukhyun Kang, and Deog Su Hwang (2007) Human TopBP1 Participates in Cyclin E/CDK2 Activation and Preinitiation Complex Assembly during G1/S Transition. Journal of Biological Chemistry 282: 14882-14890.
12. Sukhyun Kang*, Joo Seok Han*, Keun Pill Kim*, Hye Yoon Yang, Kyung Yong Lee, Choo Bong Hong, and Deog Su Hwang (2005) Dimeric configuration of SeqA protein for the binding to a pair of hemi-methylated GATC sequences. Nucleic Acids Research 33: 1524-1531. (*equal contribution to this work)
13. Joo Seok Han, Sukhyun Kang, Sung Ho Kim, Min Ji Ko, and Deog Su Hwang (2004) Binding of SeqA to hemi- methylated GATC sequences enhances their interaction and aggregation properties. Journal of Biological Chemistry 279: 30236-30243.
14. Joo Seok Han*, Sukhyun Kang*, Ho Lee, Hak Kyun Kim, and Deog Su Hwang (2003) Sequential binding of SeqA to paired hemi-methylated GATC sequences mediates formation of higher-order complexes. Journal of Biological Chemistry 278: 34983-34989. (*equal contribution to this work)
15. Sukhyun Kang, Joo Seok Han, Jong Hoon Park, Kirsten Skarstad, and Deog Su Hwang (2003) SeqA protein stimulates the relaxing and decatenating activities of topoisomerase IV. Journal of Biological Chemistry 278: 48799-48785.
16. Sung Hun Bae, Hae Kap Cheong, Chaejoon Cheong, Sukhyun Kang, Deog Su Hwang, and Byeong Seok Choi (2003) Structure and dynamics of hemimethylated GATC sites: Implications for DNA-SeqA recognition. Journal of Biological Chemistry 278: 45987-45993.
17. Ho Lee, Sukhyn Kang, Sung Hun Bae, Byeong Seok Choi, and Deog Su Hwang (2001) SeqA protein aggregation is necessary for SeqA function. Journal of Biological Chemistry 276: 34600-34606.
18. Ho Lee, Hak Kyun Kim, Sukhyun Kang, Choo Bong Hong, Jeongbin Yim, and Deog Su Hwang (2001) Expression of the seqA gene is negatively modulated by the HU protein in Escherichia coli. Molecular and General Genetics. 264: 931-935.
19. Sukhyun Kang, Ho Lee, Joo Seok Han, and Deog Su Hwang (1999) Interaction of SeqA and Dam methylase on the hemimethylated origin of Escherichia coli chromosomal DNA replication. Journal of Biological Chemistry 274: 11463-11

Invited Talks

2017 Research center for biomolecules and biosystems symposium 2017, Chung-Ang University, Korea “Human ATAD5 forms dual function complex to turn off PCNA activities” 
2003 Korean Society for Molecular Biology and Cellular Biology, Korea "SeqA, a Hemi-methylated DNA Binding Protein, Stimulates Topoisomerase IV to Facilitate Chromosomal Replication"
1999 Japan-Korea Symposium on Molecular Biology (The 6th IMSUT-MBG/SNU Symposium), Japan "Interaction of SeqA and Dam methylase on the hemimethylated origin of E. coli chromosomal DNA"

Poster Presentation

2017 Eukaryotic DNA Replication and Genome Maintenance, Cold Spring Harbor, USA "Human ATAD5 forms dual function complex to turn off PCNA activities"
2011 Eukaryotic DNA Replication and Genome Maintenance, Cold Spring Harbor, USA "Characteristics of in vitro DNA replication system using S phase extract of S. cerevisiae"
2005 Keystone Symposia: Mechanisms of DNA Replication and Recombination, Keystone, USA "Functional Dissection of SeqA Protein"
2002 DNA replication and Genome integrity, Salk Institute, USA "Topoisomerase IV-mediated Catenation of Plasmid DNA is Promoted by SeqA”
